The structure of the title sulfonamide, C 12 H 15 Cl 2 NO 2 S, features a distorted tetrahedral geometry for the S atom [maximum deviation: O-S-O = 120. 23 (14) ]. One of the sulfonamide O atoms is coplanar with the benzene ring [C-C-S-O torsion angle = À174.5 (2) ], whereas the other lies well above the plane [C-C-S-O = 57.0 (3) ]. A chair conformation is found for the cyclohexyl ring. In the crystal, supramolecular chains aligned along the c axis are formed via N-HÁ Á ÁO hydrogen bonds; these are consolidated in the three-dimensional packing by C-HÁ Á ÁO contacts involving the second sulfonamide O atom.
Related literature
For background to the pharmacological uses of sulfonamides, see: Korolkovas (1988) ; Mandell & Sande (1992) . For related structures, see: Khan et al. (2010) ; Sharif et al. (2010) . Table 1 Hydrogen-bond geometry (Å , ).
Experimental
Symmetry codes: (i) x; Ày þ 2; z À 1 2 ; (ii) x À 1 2 ; Ày þ 3 2 ; z À 1 2 .
Data collection: APEX2 (Bruker, 2007); cell refinement: SAINT (Bruker, 2007); data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008) ; program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: ORTEP-3 (Farrugia, 1997) and DIAMOND (Brandenburg, 2006) ; software used to prepare material for publication: publCIF (Westrip, 2010) . (Korolkovas, 1988; Mandell & Sande, 1992) . In continuation of on-going structural studies of sulfonamide derivatives , the crystal structure of title sulfonamide, (I), is described herein.
In (I), the S atom is tetrahedrally coordinated within a CNO 2 donor set with the greatest deviation manifested in the O1-S1-O2 angle of 120.23 (14) °. Whereas the sulfonamide-O1 atom is co-planar with the benzene ring [the O1-S1-C1-C2 torsion angle = -174.5 (2) °], the O2 atom lies well above the plane [O2-S1-C1-C2 = 57.0 (3) °].
The amide-H lies to the same side of the molecule as does the ortho-substituted Cl atom and approaches this atom at 2.85
(3) Å. The cyclohexyl ring adopts a chair conformation.
The presence of N1-H···O2 hydrogen bonding, Table 1 , leads to the formation of supramolecular chains along the c axis, Fig. 2 . Chains are consolidated in the 3-D packing by C4-H···O1 interactions, Fig. 3 and Table 1 .
To 2,5-dichlorobenzenesulfonyl chloride (491 mg, 2 mmol) in 10 ml distilled water, was added cyclohexylamine (229 µl, 2 mmol) with stirring at room temperature while maintaining the pH of reaction mixture at 8 by using 3% sodium carbonate solution. The progress of reaction was monitored by TLC. After consumption of reactants, the precipitates were filtered, dried and crystallized from methanol
Refinement
The C-bound H atoms were geometrically placed (C-H = 0.93-0.98 Å) and refined as riding with U iso (H) = 1.2U eq (C). The N-bound H atom was refined with the distance restraint N-H = 0.88±0.01 Å, and with U iso (H) = 1.2U eq (N). In the final refinement two low angle reflections evidently effected by the beam stop were omitted, i.e. (110) and (110). Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > 2σ(F 2 ) is used only for calculating Rfactors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 ) 
Geometric parameters (Å, °)
Cl1-C2 1.731 (3) C7-C8 1.508 (4) Cl2-C5 1.738 (3) C7-C12 1.510 (4) S1-O1 1.427 (2) C7-H7 0.9800 S1-O2 1.431 (2) C8-C9 1.532 (5) S1-N1 1.585 (2) C8-H8A 0.9700 S1-C1 1.781 (3) C8-H8B 0.9700 N1-C7 1.469 (3) C9-C10 1.521 (5) 
